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. The scaly papules were noted 2 months ago. She had no history of trauma or exposure to fish. She had been learning to swim for 3 months. Culture examination of the smear for bacteria and fungus revealed no growth. The nested polymerase chain reaction (PCR) for Mycobacterium tuberculosis showed negative results. A biopsy specimen taken from the lesion showed granulomatous inflammation with granulation tissue in the deep dermis. The granulomatous infiltration was composed of multiple histiocytes, mononuclear cells, and giant cells ( Fig. 2A ). Acid-fast bacilli (AFB) staining produced negative findings (Fig. 2B) . Hence, the diagnosis was as nonspecific inflammation of the face, and the patient was treated with triamcinolone injection, three times for 6 weeks. After the injection, the lesions improved overall; however, a solitary lesion showed pus formation. Thus, in addition, mycobacterial culture including the pus was performed, which showed growth of yellow pigment-producing Mycobacterium at 32 o C to 33 o C in mycobacterium growth indicator tube (Fig. 2C) . Zeihl-Neelsen staining of culture materials showed innumerable AFB (Fig. 2D) , and the or- ganism was identified as Mycobacterium. Hence, PCR-reverse blot hybridization assay was performed to identify atypical mycobacterial species, which were confirmed as M. marinum or M. ulcerans. Furthermore, PCR amplification and direct sequencing of 16SrRNA, tuf, rpoB, hsp65 genes were performed for the rapid and accurate identification of the organism. In 16SrRNA and tuf gene analysis, both M. marium and M. ulcerans showed ＞99% homology; thus, it was not possible to differentiate between the two species. Finally, in the rpoB and hsp65 gene analysis, M. marium showed homology of 100% and 86%, respectively, whereas M. ulcerans showed homology of 99% and 85%, respectively. On the basis of this result, the organism was identified as M. marium and the patient was treated with 200 mg minocycline and 500 mg clarithromycin for 2 months. After the treatment, the lesions improved, showing postinflammatory hyperpigmentation (Fig. 1B) .
M. marium is a nontuberculous photochromogenic mycobacterium 1 . The optimal temperature for its growth is 30 o C to 32 o C, and it rarely grows at 37 o C. Thus, M. marium infection rarely occurs on the face and most commonly affects the cooler extremities 2 . Thus far, only seven cases of infection on the face have been reported worldwide 3 .
The conventional microbiological methods used for M. marium diagnosis are slow and solely rely on phenotypic characteristics. As delayed diagnosis is the main cause of adverse effects, rapid and accurate molecular diagnosis methods are necessary. Rapid detection of mycobacteria by using conventional broad-range PCR has previously been described in the literature 4 .
Nowadays, M. marinum infection due to the use of pools rarely occurs because of chlorination disinfection of pool water. Thus, we report a rare and interesting case of M. marium infection showing an unusual location in a patient with a history of exposure to pool water. Hence, clinicians
